V

COMMUNICATIONS

Part V ofHuman Papillomaviruses 1996 divided into two sections. The first introduces ways of accessing
papillomavirus information from the World Wide Web (WWW), the second is a list of references.

Papillomavirus Information on the World Wide Web

All of the information inHuman Papillomaviruses 199hd its predecessors in 1994, and 1995, as well
as numerous data files, are available to the public through the World Wide Web, a system of links between
Internet locations that can be navigated with graphical “browsing tools” such as Mosaic and Netscape. We are
strenuously urging our subscribers to make use of our Web site. Using electronic documents and data offers
many advantages over the production and use of paper documents.

e It saves paper, ink, metal, solvents, plastics, postage, fossil fuels, and time that go into the printing and
distribution of hundreds of copies of this large book.

e Electronic documents that contain all the formatting and complex graphics of a printed document can
now be produced and placed on the Web where users may view and print them. For example, an exact
replica of this entire documerijuman Papillomaviruses 1996 available from our Web site.

e Electronic documents are readily corrected and kept up to date. As we prepared sections of this year’s
compendium we have been “prepublishing” them on our Web site. In this way the latest and most
accurate information is always available to users.

e There is also the possibility of interaction between users and the database staff at Los Alamos. Just as
documents and data can be retrieved from the Web site, so can they be posted to the site.

e Data and documents on the Web, far from being static pieces of paper, are embedded in a system that
allows searching for items of interest—references, sequences, author names, etc. Our search capabilities
are relatively primitive now but will become more powerful in the future.

e The Web, as its name implies, is a system of links spread throughout the world. Our Web site provides
links to other sites that are useful to virologists and sequence biologists.

e A review and recommendation of our site to papilloma-virologists by Robert D. Burk appeared in
Papillomavirus Repor7:25-28.

In order to access the WWW, you must have, (1) a windowing capability such as X Windows, MS
Windows, or Apple Macintosh, (2) an Internet Protocol (IP) connection, and (3) a copy of a browser program
such as Mosaic or Netscape for the appropriate windows environment. If you are not already using Mosaic (a
free program) you can get a copy by anonymous ftp ffniftp.ncsa.uiuc.edu/Mosaic . Netscape
may be purchased by sending e-mailstdes@netscape.com  or phoning 415-528-2555. Our use of
Netscape in the following description of our Web site is purely illustrative and should not be construed as an
endorsement of that product.

The browsing tools designed for the WWW make it easier than before to locate and acquire information
on the Internet. You simply point and click at text and objects on your screen. These objects are either links
to files, which cause the files to be sent to your local computer, or they are links to other machines from which
files may be accessed. “Files” can mean words, pictures, sounds, or movies. The WWW address (or “URL")
for the HPV database is:

http://hpv-web.lanl.gov
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Using the World Wide Web

Tour of the World Wide Web

We present here a short tour of our Web site, which may give the uninitiated a feel for how the Web works.
Our site on the Web is diagrammed as in the illustration below. When you access our site from elsewhere
(represented by the “IN” arrow) you are at our so-called “home page.” From here you can follow links, shown
as double headed arrows, to our data, our publications, or other sites spread across the world.

IN
http://hpv-web.lanl.gov

home page

DATA PUBLICATIONS
SEQUENCES ALIGNMENTS 1994 1996
1995
Screen 1
V-2
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Using the World Wide Web

You begin by “launching” your browser program. (The browser in the illustrations here is Netscape.) In the
Netscape window on your screen there appears the starting point for your navigation of the Web (Screen 2).
This starting point can be any address you have specified, it could even be the HPV database URL; by default
it is the Netscape “home page.”

[E@==—=————-—— Netscape: Welcome to Netscape ——————-005
: o 2
o | o |y & | 9| 2 | O | 54
Back |Forward| Home Reload | Images Open Print Find Stop il
Location : |htt|:u W Swewew netscape com f
What's Mew? | What's Cool? | Handbook | MNet Search | Met Directnrgl Software |

WELCOME TO
NETSCAPE
LT
1
YOUR GUIDE TO NAVIGATING, THEY NET w2 &

ONE $TOP
SOFTWARE

e Tmuetions | ‘Taancrs | sorimors | ‘oane. | “Som | Asmstamce |
NETSCAPE DRIVES CHRYSLER INTRANET

DowNLOAD OR PURCHASE YOUR FAYORITE
MNETSCAPE SOFTWARE

AUGUST 16: Chivaler has
licensed more fhan 6000
copies of Hetscape SuiteSpot
and chozen Mavigator as the
comipany' s urdversal Internet

| select here and click below |
Javraieript Enabled

client, citing open standards a3 & primsecy factor in ] W
the decizion. o e e
TRY IT EUY IT IHFdR
Download FastTrack
il DEtA fOr Windowrs 95,
o SR SSEESS the low-cost, personal
. E % Weh-publizhing GENERAL STORE SFECIAL
solutorn.
FaztTrack Jerver + Live'Wire - all won need to
Hext Monday, Hetscape create and mansge a Web site aor intranet.
will take the wraps off the
final srersion of Mavigator
3.0 and reveal why
Internet Explorer has a TECHYISION: THE FUTURE OF Java
long waw to go. Today, Marc Andreessen, Senior ¥P of Technology

we'll give wou a preview.

e M e twrnrk-hased annlications anch h 4
E@ 22K read (at 1 1K/ zec) =25
Screen 2
V-3
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Using the World Wide Web

From your starting point you select “Open Location” from the File menu in the upper left corner of the window.
A small window entitled Open Location appears, you type in the URL of the HPV Dataltpspv-
web.lanl.gov  inthe space provided (Screen 3), and click Open. You can also store frequently visited URLs
in a list called “bookmarks” or “hotlist” and select your destination from this list rather than typing its URL.

Netscape: Welcome to Netscape

: o 2
Po | o | Oy & | ¢8| 2 | & | G4
Back |Forward| Horme Reload | Images Open Print Find Stop = |
Location: |htt|:- 2 Swewew netscape com S
wWhat's Mew? | wWhat's Coal? | Handbook | Met Search | Mt Directnrgl Software |

WELCOME ToO

NETSCAPE

YOUR GUIDE TO NAVIGATING THELMNE

Open Location

Open Location: http:x’fhpu—weh.lﬂnl.guq

AUGUST 1¢: RITE
tiveraed mox [_Openp]
and chozen Immw—_ T
company' s vndversal Internet Tavaioript Enabled
client, citing open standards as & primear factor in ] W
the decision, T | Tandi| 22750
TRY IT EUY IT IHF O
Dowmndoad FastTrack
wile DEta foOr Windowrs 95,
T SR SSEESS 1he lowr-cost, personal
S, 2, 4 Weh-publishing GENERAL STORE SPECIAL
solution.
FaztTrack Berver + LiveWire - all wou need o
Hext Monday, Hetscape create and manage a Ve site or intranet.
will take the wraps off the
final wersion of Havigator
3.0 and reveal why
Internet Explorer has a TECHYISION: THE FUTTRE OF Java
long wraw to go. Todaw, Marc Andreessen, Senior VP of Technology

we'll give wou a preview.

E@ 22K read (at 11K /sec)

e etsrnrk-hased annlicatinns such

2

|El

Screen 3
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Using the World Wide Web

After a few seconds a new image appears in the window (Screen 4), the home page of the HPV Database.
The text in the window is formatted and pleasantly readable. All the text on the home page cannot fit on the
screen at once, but you can scroll through it by clicking your mouse on the down arrow in the lower right.

Em Netscape: HPU Sequence Database WIWW Home Page FE |
o | e | By | @ | W8 | @ @ N
Back |Forward| Home REeload | Imnages Open Print Find Stop |

Location : |htt|:u Hlodsd
What's Mew? | What's Cool? | Handbook | MNet Search | Met Directory | Software |

HPV Sequence Database

HUNAN
= PAPILLAOMLA R TTIES 5

Thin TIT-T mdds b e

Guided
Tour of
This Site
A

gum b Fma  Ths Fiemmd Hmy

me= N0 A

A 1000

The Human Papillomasinises Database collects, curates, analvzes, and publishes genetc zequences of
papillomavimsaes and related cellular proteins. Our gronp includes maolecular biologists, sequence
analvets , computer technicians, post-docs and gradwvate weeanch assistants. We are located at Los
Alamos Hational Laboratory in fhe Theoretical Eiology and Eiophiwsies Group and are funded by the
Divizion of Microbiolozw and Infections Diseases of the Hational Institute of Allere v and [nfections
Dizeazes throngh an interagency agreement writh the Department of Energw. More information abont
databaze staff, address and phone is here,

If wom wronld like 10 have the main featiyes of this site pointed out by a "guided touc" press fhis bothon.
Alternatively o can dowmnload an Adobe Acrobat file of the %Weh Tour that w00 can print ot and read.

a

Cocurnent ; Cone.

[E]
I
e

Screen 4
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Using the World Wide Web

There are two branches to our site: (1) publications and (2) data. We will follow the data branch first. As
you scroll down through our home page you come to an area labeled “Il. Data” as shown here. The data
area of this Web site contains links to genetic sequences of papillomaviruses stored in GenBank, EMBL, and
SWISS-PROT formats. It also contains links to alignments of papillomavirus genes and their proteins. Some
of the text is underlined and, on color monitors, shows in a different color. These underlined words are links
to other locations on the WWW. The locations may be local or they may be on computers half way around the
world; the links to them look exactly the same and are activated in the same way. If we position our cursor
arrow at one of the links, as we have in Screen 5, the arrow turns into a pointing hand. Pressing the mouse
button transfers us quickly and automatically to the location attached to that link. In our example the finger
points to HPV Sequence Search

[EC==—— Netscape: HPD Sequence Database WWIW Home Page ——=P015
o | e | By | @ | W8 | @ @ N
Back |Forward| Home REeload | Imnages Open Print Find Stop |

Location : |htt|:u W hpv-weblanl.gov £
What's Mew? | What's Cool? | Handbook | MNet Search | Met Directory | Software |

II. Data

Besides the compendinm, we alzo provide genetic se quence information for papilloma vimses and
related cellular proteins.

Attention Macintozh Hetacape nsers,

@ Sequences

@ Bead Me
@ Datahase Map (Clickable map. .

@ The HPY Sequence Search Interface

] GenBaﬂl"Jannatted Hucleic &cid Sequences

@ EMEL Formatted Nucleic &rid Sequences

@ 2WI28-PROT Formatted Probable Protein Sequences

@ Alignments

@ ucleic Acid and Protein Aliviments

New Items

On Cetober 26 wre published the 1925 wersion of Humean Papillomasdruses

aj| hitp S Shpv—web.lanl.gov fogi-bin fsearch himl

[E]
I
[

Screen 5
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Using the World Wide Web

Upon clicking HPV Sequence Search the search area appears on the screen. An explanation of how to use the
search utility is included in the window. We type in a search pattern — in this example U12499, a GenBank

accession number — and hit the carriage return.

Em Metscape: HPU Database Search FE |
dao oy | @ | ¥ | 2 54 N
Back |Forward| Home REeload | Imnages Open Print Find Stop |

Location : |htt|:u F fhpv—web lanl.gov fogi-bin #search himl
What's Mew? | What's Cool? | Handbook | MNet Search | Met Directory | Software |

Thiz iz a searchable index. Enter zearch kevwrords: |T.r12499

HPV Database Search :

Enter wour zeanch in the 2earch field ahose.

I this wrindowr won can seacch for sequences by tvping kev words into the space abose. Searchable
items include any wonds that might be incloded in the GenBank file categories of LOCTTE,
DEFINITION, ACCESSION nunber, EEYWORDS, S0URCE, REFEREHCE, AUTHORS, TITLE,
and JOURMAL. Mote, howesver, that COMMENTS, FEATURES, and the nucleatide sequence itzelf are
ot currently available for search.

The zearch allows for partial matches with the search word. Thus searching for HPY3 will find HPY 3,
HPV30, HPY35h, ete, If wow wrish 10 search for multple words sepacate them b a space, But be awrame
that the search iz an "or' search not an ‘and’ seamch. If wou are interested in finding a sequence whosze
anthors wrere Cole and Danos, and 20 trpe Cole Danoz into e search box, son wwill receive nof just one
anawer, bt all the GenFank files that mention either Cole or Danos. S4ll, multiple query wonds would
Te usefyl for retrieving multiple filez based on wnigue characteristics such as Accession numbers.

a

Screen 6
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Using the World Wide Web

The result of the search, an abbreviated GenBank file, appears. We can retrieve the entire file by positioning
the pointing hand on the link called Sequence and clicking.

[EO==————— Netscape: Result of search for "U12499", —=—————-p1
g a

Go | oo |y & | H1 | : Fed & N

Back |Forward| Home REeload | Imnages Open Print Find Stop
Lucaﬁnn:|hﬁp:ffhpv—webJanLgnvfcm‘bthearchhtwﬂ?U12499
What's New?| What's I:cu:u'l?l Handbook | MNet Search | Met Directnrgl Software |

] 1
Result of search for "U12499"
LoZus HETEZIa11 443 bp d=-DHL TEL 16-0CT-1934
DEFINITION Human papillomavirus Ltype 62 (HPT-62%, partial L1 cds, Hy09/yril
Tegion.

LCCESSION  TU12499
SOTURCE Human papillomavirus type &2 DN& isclated from a patient mdith

ryulvar intraepithelial necoplasia (TaIN).
ORGANTSH Human papillomavirus type 62
Tiridae; d=-IN& nonenveloped viruses; Paporariridae;
Papillaomavirus.
EEFEERENCE 1 (bases 1 to 449)
AUTHORS  Bermard H.-U. , Chan,5.-Y., tlanos, .1, Ong,Z.-E., Tilla ,L.L.,
Delius H., Peyton, 2. L., Bawsr H.II., and Wheeler 2.t
TITLE Tdentification and assessment of known and nowvel huoman
papillomaviruses by PCE amplification, restriction fragment
length polymorphisms, moclectide sequence, and phylogenstic
algorithms
JOUERHAL J. Infect. Dis. (1994 In press
Sequence

1 entries mwere found

aj| ftp:/ fatlas lanl.gov Spub fpapillomna/GenBank-files /. /Human-papillorna FHPYE 2911 gb = 2|

Screen 7
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Using the World Wide Web

The result, the complete GenBank file, is shown in Screen 8. This file may be transferred to your local
computer in its entirety by clicking on “File” in the menu bar at the top of the screen and selecting “Save As
..." from that menu. (Note! users of Netscape, for Macintosh, at least, may have to use a slightly different
procedure for downloading files. There is a link entitled “Attention Macintosh Netscape users” on our home
page. Consult that for detailed instructions.) Our search mechanism is currently quite primitive. You can only
search for GenBank files. If you are interested in EMBL-format files you will need to find them “by hand”

on atlas.
[EO==————— Netscape: HPD62MY91 1.gb
<o | | | 2 5%
Back |Forward| Hore Reload | Immages Open Print Find Stop

Locaﬁun:|ﬁp:ffaﬂaSJanLguvfpubfpapﬂ1mﬂafGenEank—fHEEI.fHunﬁn—papﬂ1mﬂafHPVEZrﬂVQ11.gb

vulvar intraepithelial neoplasia ([(TaIN).

OFRGANT S Houman papillomavirus type 62
Tiridae; d=-IH& nonenveloped wirwses; Papovawiridae
Papillomavirus.

EEFEFENCE 1 r(bases 1 to 4493)

4UTHORS  Bermard H.-U., Chan,5.-¥., MHanos tI.0., Ong,C.-K., Tilla ,L.L.,
Deliws H., Pevton,Z.L., Bauver H.I1., and WTheesler ,C. 1.

TITLE Tdentification and assessment of known and nowvel human
papillomaviruses by PCR amplification, restriction fragment
length polymorphisms, nucleotide sequence, and phylogenstic
algorithms

JOUENAL J. Infect. Di=s. (1994) In press

STANDARD fuwll staff review

COLTIENRT HPT-52 has recently been characterized and isoclated from a vulwvar
inktraspithelial neoplasia by Dr. T. Matsvkwa. The cloned DHA
was subsegquently sequenced by Dr. H. Delins over the L1 HYO09/LIY11
seqment. HPT-62 and the =sewveral obther types recently segquenced
over this region by Dr. Deliuvs mere uwsed as type-specific probes to
screen ON& for novel genital HET types. The screensd DNA was
obtained from four recent epidemiclogical studies. Primer regions
are annobated in the sequence; information in this region i=s not
accurate due Lo primer degensracy.

FE&LTUERES LocationsQualifiers
CDS 1. . 449

fnote="putatire"
fproduct="major capsid protein”
fgene="L1"
fnote="putatire"
Joodon_start=1
ftranslation="alEHNHGICTEFNELF T TTTOTTRETHFTICTAST AALEYTATHE
REFLFHTEEFDLOFIFQLCETOLTPETHAY LI INEDLLDDWHEGYLEEPE ST SLDETY
HYFESEATTCORSLFTEFETIEYAQTFIT TDLEDEL STOLOOFFLG"

what's New ? | what's Coal? | Handbaak | Met Search | MNet Directary | Saftw are |

LOCTS HETe2tT 211 449 bhp d=-DH& TEL 16-0CT-1994 as

DEFINITION Human papillomavirws type &2 (HPT-£2%, partial L1 cds, MIy09/0r11 S
region. i

LOCESSION T2499

SOURCE Human papillomavirws type 62 DH& isclated from a patient with

E4SE COTNT 116 a 92 o = | 142 +
ORTIETH
4
Screen 8
V-9
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Using the World Wide Web

As we follow a series of links on the WWW, the browser remembers the places we have been and allows us
to return to them by clicking the “Back” button located at the top left corner of the window. If we return

to the HPV home page we can follow links that lead down the publications branch of this site, the “on-line
version of theHuman Papillomaviruses compendido reach these publications we can click the orange or
green book cover illustrations at the top of the home page or we can follow the links under part “l. The HPV
Compendium,” also on the home page. Either way we arrive at the page displayed below. This page introduces
the on-line version of our publication and describes the Adobe Acrobat viewer which you will need to view
the publications. The viewer is free and can be obtained by following the link indicated.

[E@=== Netscape: The Human Papillomaviruses Compendium 0n Line =T
o &y & | ¥ | 2= 5% N
Back |Forward| Home REeload | Imnages Open Print Find Stop

Location : |htt|:u Ffeds AHTHMLF ILES AHPY compintroZ himl
What's Mew? | What's Cool? | Handbook | MNet Search | Met Directnrgl Software |

. . 4
The Human Papillomaviruses

Compendium On Line

Vo, ey 0w wiew and print ot a1l or parts of the S Pepillomantruzes 1994 Compendivm or the
Hurnam Pegallovecnnruzes 1995 Compendinm that interest wou from this Web site. These toro docwments
consist of

|=-|::|:'~

g Adaote Acrobat PDF files. "PDF" (Poitable Document Foomat) files retain all the typographical
qualites of the orzingd doowment -- fonts, tables, illuswations. Thew can be viewed and printed by
anyone naing a freely available copy of the Adohe Acvohat sriewer wwhich iz available for Macintosh,
TR, and DOE computers, Your free copw of the Acpobat wewer 2 available from Adobe Swvetems,

If m0m wish 1o learn more about our vse of Acrobat IEDF files click here.

Hard Copy

The Compendinm has been published in paper form and is aswailable to qualified researchers wrho cannot
make nze of the electionic hard copy provided here. If sou really need a complete paper copw wiite 1o U2
at

HFT Databasze

[fail Stop K710

Los &lamos Mational Laboratory
Los &lamos, NI 27545

LU

or by zending us e-mail at cxef@ransposon. lanl. o

1994
CONTENTS o
aj| hitp S Swewew adobe comn d dcrobat S dcrobat him =25
Screen 9
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AUG 96



Using the World Wide Web

We can view the tables of contents of the 1994, 1995, or 19@®an Papillomavirusepublication either

by clicking on the links in the first line, or scrolling down the page to where the Tables of Contents begin.
The graphic below shows a part of the table of contents of the 1995 book. The pointing hand is about to
retrieve the Introduction to Part I. This link, though it looks the same as others, behaves differently. A copy
of the Introduction file is transferred to your local computer and the Adobe Acrobat viewer is automatically
launched. Acrobat is a “helper application” used to read files that are in a format which is nonstandard for the

WWW.

[EI=== Netscape: The Human Papillomaviruses Compendium 0n Line =a—=g5|
Go | o |y | @ | ¥R | 2 | & | @ | O N
Back |Forward| Home Reload | Images Open Print Find Stop

Location : |htt|:| JFHdeds SHTML_FILES AHPYcompintraz hirn

YWhat's Mew? | what's Cool? | Handbook | Met Search | Met Directnrgl Software |
1995

CONTENTS

Flease select from the following list the paits of the Huean Papelloruaireses 1005 Compandiag son
would like o acquire. The size of each file followrs itz name. All these documents are in

Adobe Acrobat fommat . To wiewr them get 8 copy of the Adohe Acrvobat viewer here,
Introduction, Glossary, and Landmarks of the Genome

o Iniroduction {49 E bades)
PART I. HP¥ and Animal PV Nucleotide Sequences in GenBank style

& Introduction (42 F bves)

o Choups 1 through 49 (257 Khites)
& HPV-16 warants (155 Khotes)

& Group A0 {90 K hvtes)y

@ Groups O, T B and TTnclaszifieds (149 E beves)
PART II. Nucleotide and Protein Alignments of E6, E7, E1, E2, E4, ES, L2, L1, and LCR

Hote: convrentons and svwimbols vsed in the alisnments are desciibed in the Intmoduetion.

& Intwoducton {14 Ebimes)

& E6 (65 K baes)

E7 154 K bortes)

E1 (198 Ehutes)

E2 1158 Ehotes)

Ed (72 Khutes)

ES (27 Ehortes)

Lz 1185 Ehytes)

L1171 Ehoes)

I1 Consenang Pomer Besinn (59 F e
| http:/ feds /COMPENDIUM_FDF /A 9SPDF £1 41 Intra.pdf

[E
=)
el
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Using the World Wide Web

The Acrobat viewer displays the article (see below), which is written in “portable document format” (PDF),

and allows you to print out a perfect copy of it, exactly as it appears in the printed compendium. Acrobat viewer
has a search mechanism that allows you to search in a document for words that might lead you to a subject
of interest. For example, Part V of the compendium lists hundreds of HPV references. Those references are
searchable with Acrobat Viewer. Searches for specific nucleotide sequences in Part | (e.g. AATAAA) will be
less useful because of the way GenBank files are formatted, with spaces and sequence numbers embedded in
the file.

& File Edit UView Tools Window

w[E[B[%S][1<] < [» [][«] || ] o] = ||

= |IInhnjppl=aSaSams——————

I

HPY and Animal PV
Nucleic Acid Sequences

For Part I of the 1995 compendivm we hawe aloped [for the most part] a recently propozed
bimomial claszifieation system of the papillomaviruses [1]. This ¢lassification, which results from
the dedwesd ewolbionarr relationships among the papillomairuses, divides the known wniverse of
papillomavirus genome s into fwe “Bupergroups,” &-F, each of which iz divil ed into a number of

"iG3roups .
Hupergroup Dre s ription
genital HFV =
EV HFV:

wngilske fbropa pillemarvirise s
EFVs pausing true papillomas
animal and human ¢ wkame ous PWs

= RN

T his elassificadon supplants the simple grovpings (4, B, C, I by which we ordered ow
zequentes in lazt year's publication. The relationship of the old to the new ¢lassife ation seheme is
given in Table I-1; the new chssification is listed hori ontally with old group equivalents below.

Table I-1 {Corslation of pewr and ofd classifcation of Fapilomavmses

Hupe rgroup A E C I E
Sroup 123456 789101 1 2 12 1 1
old group FFEFDDCFAERE H 3 I1I I £}

For simplivityof preseotakion, we lump allthe andmal PVs together, i, supergroups Cand I,
ROPW, RFV, ete , are treated as "animal papillomavinses." BELPW and PCPWV, however,are plased
ingroups 48 and A9 respectvely. The new groupmgs are in aeeobd with the publicshed Andings of
H-T. Bernard and eovworkers[1,2,3,6] and of van Ranst and coworters [4]. & rewiew by De Villiers
[5] die wszes the exbent to which the phologe netic relationships agree with, in some instanees, and
deviate from, in other metanees, phenotypic and elinieal obzervations.

There are now 189 sequences of human FVW:, animal PWs, and related celular prote ms in owr
database. To add the reader in locadng sequemees of interest we present on the following pages an

3 L1 of12 | 2 100%~] mMasox11.00in |
—
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Using the World Wide Web

Our Web site provides users an opportunity to communicate with us from several points on the site. An
electronic “comments” form can be activated that allows you to write us a letter to which we promise to

respond.

Metscape: Comments on HPD Database.

oo =] 2
o | oo | Yy G W 2| 8| & 2
Back |Forward| Hore Relpad | Images Open Print Find Stop
Location : |htt|:| W Feds AHTML_FILES feornmnent il
What's Mew ? | “What's Cool? | Handbook | MNet Search | Met Directnrg| Software |

Pleaze enter any coimments and/or suggestions wou might have in the space belowr:

I notice on page I-I-3 of the 1994 Compendiwvm that BFT-1, ii
which (to guote) "was isolated from a Smedish cow, has been
linked specifically to frond-like fibropapillomas which
oocuy on the teats, PENIS, [emphasis mine] and nose ™

I am curions about the nature of this Swedish cow. It
has been cansing confusion at owr lab in interpreting
our latest observations.

<]l

YDUIEﬂnﬂﬂaﬂdIESE|hpvuser@itnwer.edu

Your name: |Fraf. H.F.T. User]

[ HBend comments ] [ Erase cormuments ]

=k
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Using the World Wide Web

Finally, we have connected our site to several other locations of great utility to biologists as shown below. The
link to these sites occurs at the bottom of the home page.

S[0=———— Netscape: HPV Sequence Database WWLW Home Page ———pm
Go | o | Y @& | 98 | 2 Fyd &
Back |Forward| Home Reload | Images Open Print Find Stop |

Location : |htt|:- W edss

What's New ¥ | What's Cool? | Handbook | Met Search | MNet Cirectory | Software |

Links to Hot Web sites

Wizit the home page of The Fifteenth International Papillomayrime Works hop

Here are four nzeful gatewrays to bhiological data and tools.

e Entres hrowrser which allowrs won 10 search comprehensive databazes at the Mational Center for
Biotechnologw Information (HCET). Entres allows searches of nucleotide and protein sequence
databases and the MEDLIMNE collection of bibliography information.

& EBavlor Collere of Medicine Home Page provides among other things the Biologist's Contol
Panel that allowrs seanches of & vwardety of databases.

& Pedin's Biomolecular Research Tools. A collection of WYY Links to Information and Services
zeful 1o Molecular Biologists,

& Hatiomal Instite of Allergw and Infections Diseazes (HIATDY

Links to Public Health Sowrces

O gr0Np concentrated on moleenlar aspects of the human papillamasins proteing and nucleic acids. e
are wot quadified o provide informagion about HEWV infections from @ wadicad or public kealth stmdpoinz.
Flease do not contact us with health-related questions. For answers 10 wour questions, o might wwish o
contact the following:

& The Amercan Social Health Aszocation, wwhose Hational Sexually Transmitted Disease Hotline
can be reached at S00M227-5922, Thew should be able to proside som wwith information abont the
HF¥ Support Program, wwhich produces a newss letter called "HPY Hewrs" |, and coordinates local
SUPPOTt FTOURS.

w The W homepage for the Mational Cancer Instinge, or,
zopherzopher. il gosl 1ielinfcancernet. From the latter, son could do a search for
"papillomaims".

o Patient Education Materdals Available on the Het.

» The Pathology and ¥irolosy Center from the University of Californda, [ivine.

aj| http S Aipw pa.ug.edu.au

|E
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Using the World Wide Web

Data Access by FTP

The complete database of sequences and alignments are also available electronically from a server here at Los
Alamos called “atlas”. In the first section of Part V we described accessing this, and other, information using
the WWW. You may also retrieve information from atlas by the “anonymous ftp” method. In the following
instructions for accessing atlas, what you actually type at your terminal is shawaidface type [with an
explanation shown in square brackets]. What the server responds with is shown indented in italic type.

ftp atlas.lanl.gov [this ftp command connects your computer to atlas]
Name (atlas.lanl.gov)fatlas asks for your user name]
anonymousffor offsite users anonymous is the only name that works]
Guest login ok, send ident as password.
Password:
[enter your e-mail address or your name as ident]
Guest login ok. access restrictions apply.
cd pub [change to the directory called pub]
CWD command successful
cd papilloma
Is [this lists the files and directories inside of papilloma]
SWISS-PROT-files, RoadMap, Alignments, ReadMe, EMBL-files, GenBank-files
pwd [to show your location in the file hierarchy]
“/pub/papilloma” is current directory.
cd GenBank-files/Human-papilloma[move down 2 directories]
Is [all the GenBank files are listed]
get HPVA47.gb[this copies the file HPV47.gb to your home computer]
bye [this disconnects you from the server]

A map of the HPV directories and files on atlas is reproduced on the following page. Many of the directories
contain ReadMe files that describe the contents. This map also appears on our Web site in a clickable form.
By clicking on different areas of that map you are instantly connected to that part of the database.
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Using the World Wide Web

Instructions for Accessing ftp Server "atlas"

In the following instructions, what you actually type M ARCH 199 6* M AP

at your terminal is shown in boldface type [with an

explanation shown in square brackets]. What the
server responds with is shown indented in italic type. OF HPV DATABASE
ON “ATLAS”

ftp atlas.lanl.gov
Name (atlas.lanl.gov):
anonymous
Guest login ok, send ident as password. * Data subject to continuous revision
Password:
[enter your e-mail address as ident]
Guest login ok. access restrictions apply.
cd pub [change to the directory called pub]
CWD command successful
cd papilloma
Is [this lists the files and directories inside of papilloma]
SWISS-PROT-files, RoadMap, Alignments, ReadMe, EMBL-files, GenBank-files
pwd [to show your location in the file hierarchy] Sequence Sequences

"[publpapilloma” is current directory. Formats s A N

cd GenBank-files/Human-papilloma [move down 2 directories] . .
Is —— Human papillomavirus sequences

[all the GenBank files are listed] —— GenBank - Animal papillomavirus sequences

get HPV47.gb [this copies the file HPV47.gb to your home computer] Cellular protein sequences
bye [this disconnects you from the server]

—— Human papillomavirus sequences
— EMBL - Animal papillomavirus sequences
Cellular protein sequences

—— Human papillomavirus sequences
[ Swiss-Prot —+—— Animal papillomavirus sequences
Cellular protein sequences

Alignments

f—%

—— papilloma

Genes

nucleotide alignment
El -|: amino acid alignment

E2 _|: nucleotide alignment

amino acid alignment

—— pub — . .
E4-|: nucleotide alignment

amino acid alignment

nucleotide alignment
129 -|: amino acid alignment

. ] nucleotide alignment
Alignments L5 -|: amino acid alignment

atlas.lanl.gov

E7 _|: nucleotide alignment

amino acid alignment

1 _|: nucleotide alignment

amino acid alignment

nucleotide alignment
= -|: amino acid alignment

— LCR

nucleotide alignment

| Complete __ nucleotide alignment
Genomes

— Miscellaneous

other directories subject to change
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